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Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /qJ ^S~/j 
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Date Processed by STIC: 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTICE TO COMPLY ^ 
FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 




TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.2.2 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
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http://www.uspto.gov/web/offlces/pac/checker/chkrnote.htm 
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a possibility that the disk/CD-Rom may have been affected by treatment given to all mcommg mail. 
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Any reply includ in g a sequence li.sting in electronic form should NOT be sent to the 20231 zip code address for Uie 

1 initPri .States Patent and Trademark Office, and in..;tead sho uld be sent via the followinR to the mdicated addresses: 



1 EFS-Bio «httD://www.usDto.gov/ebc/efs/downloads/d ocuments.htm> , EFS Submission 

User Manual - ePAVE) 

2 U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 
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3 <110> APPLICANT: APOGENIX Biotechnology AG 
5 <120> TITLE OF INVENTION: Improved FC Fusion Proteins 
7 <130> FILE REFERENCE: 31098PWO-HC 

C — > 9 <140> CURRENT APPLICATION NUMBER: US/10/551 ,004, 

C — > 10 <141> CURRENT FILING DATE: 2005-09-2 
12 <150> PRIOR APPLICATION NUMBER: PCT// 




13 <151> PRIOR FILING DATE: 2004-03-26 ^ ^ "'^OOCfr 

15 <160> NUMBER OF SEQ ID NOS: 82 

17 <170> SOFTWARE: Patent In Ver. 2,1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 30 

21 <212> TYPE: DNA ^ 

22 <213> ORGANISM: Artificial Sequence 

24 <220> FEATURE: 

25 <223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer 

26 for the amplification of CD95 cDNA 

28 <220> FEATURE: 

29 <223> OTHER INFORMATION: Sense huCD95-Hind III 

31 <400> SEQUENCE: 1 

32 tataaagctt gccaccatgc tgggcatctg 30 

35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 27 

37 <212> TYPE: DNA 

38 <213> ORGANISM: Artificial Sequence 

40 <220> FEATURE: 

41 <223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer for 

42 the amplification of CD95 cDNA 

44 <220> FEATURE: 

45 <223> OTHER INFORMATION: Antisense huCD95-BgI II 

47 <400> SEQUENCE: 2 

48 tataagatct ggatccttcc tctttgc 27 

51 <210> SEQ ID NO: 3 

52 <211> LENGTH: 30 

53 <212> TYPE: DNA 

54 <213> ORGANISM: Artificial Sequence 

56 <220> FEATURE: 

57 <223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer 

58 for the amplification of IgGl Fc cDNA 

60 <220> FEATURE: 

61 <223> OTHER INFORMATION: Sense hulgGlFc-Bglll 

63 <4 00> SEQUENCE: 3 

64 tataagatct tgtgacaaaa ctcacacatg 30 
67 <210> SEQ ID NO: 4 
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68 <211> LENGTH: 30 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Artificial Sequence 

72 <220> FEATURE: 

73 <223> OTHER INFORMATION: Description of Artificial Sequence: PGR primer for 

74 the amplification of IgGl Fc cDNA 
7 6 <220> FEATURE: 

77 <223> OTHER INFORMATION: Antisense hulgGlFc-XhoI 

79 <400> SEQUENCE: 4 

80 tatactcgag tcatttaccc ggagacaggg 30 

83 <210> SEQ ID NO: 5 

84 <211> LENGTH: 31 

85 <212> TYPE: DNA 

86 <213> ORGANISM: Artificial Sequence 

88 <220> FEATURE: 

89 <223> OTHER INFORMATION: Description of Artificial Sequence: PGR primer for 

90 the changing the Kozak Sequence from GCGAGCATGC to 

91 GCCGCCACCATGG 

93 <220> FEATURE: 

94 <223> OTHER INFORMATION: ShuGD95EG_altKozak 

96 <4 00> SEQUENCE: 5 

97 tataaagctt gccgccacca tggtgggcat c 31 

100 <210> SEQ ID NO: 6 

101 <211> LENGTH: 30 

102 <212> TYPE: DNA 

103 <213> ORGANISM: Artificial Sequence 

105 <220> FEATURE: 

106 <223> OTHER INFOEIMATION : Description of Artificial Sequence: PGR primer 

107 for the changing the Kozak Sequence from 

108 GCCACCATGC to GCCGCCACCATGG 

110 <220> FEATURE: 

111 <223> OTHER INFORMATION: AS698 hulgGlFc-Xhol 

113 <4 00> SEQUENCE: 6 

114 tatactcgag tcatttaccc ggagacaggg 30 

117 <210> SEQ ID NO: 7 

118 <211> LENGTH: 38 

119 <212> TYPE: DNA 

120 <213> ORGANISM: Artificial Sequence 

122 <220> FEATURE: 

123 <223> OTHER INFORMATION: Description of Artificial Sequence: primer for 

124 amplifying cDNA of human IgGl Fc (partial hinge 

125 CH3) 

127 <220> FEATURE: 

128 <223> OTHER INFORMATION: Sense_hulgGl 

130 <400> SEQUENCE: 7 

131 ccagggactc ctgcctcttg tgacaaaact cacacatg 38 

134 <210> SEQ ID NO: 8 

135 <211> LENGTH: 30 

136 <212> TYPE: DNA 
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137 <213> ORGANISM: Artificial Sequence 

139 <220> FEATURE: 

140 <223> OTHER INFORMATION: Description of Artificial Sequence: primer for 

141 amplifying cDNA of human IgGl Fc (partial hinge 

142 CH3) 

144 <220> FEATURE: 

145 <223> OTHER INFORMATION: Antisense_ERIhulgGl 

147 <400> SEQUENCE: 8 

148 tatagaattc tcatttaccc ggagacaggg 30 

151 <210> SEQ ID NO: 9 

152 <211> LENGTH: 40 

153 <212> TYPE: DNA 

154 <213> ORGANISM: Artificial Sequence 

156 <220> FEATURE: 

157 <223> OTHER INFORMATION: Description of Artificial Sequence: primer used to 

158 amplify the cDNA of TRAILR2 domain 

160 <220> FEATURE: 

161 <223> OTHER INFORMATION: Sense_HIII_TRAILR2 

163 <400> SEQUENCE: 9 

164 tataaagctt gccgccacca tggaacaacg gggacagaac 4 0 

167 <210> SEQ ID NO: 10 

168 <211> LENGTH: 33 

169 <212> TYPE: DNA 

17 0 <213> ORGANISM: Artificial Sequence 

172 <220> FEATURE: 

173 <223> OTHER INFORMATION: Description of Artificial Sequence: primer used to 

174 amplify the cDNA of TRAILR2 domain 

176 <220> FEATURE: 

177 <223> OTHER INFORMATION: Antisense_TRAILR2 

179 <400> SEQUENCE: 10 

180 gtgagttttg tcacaagagg caggagtccc tgg 33 

183 <210> SEQ ID NO: 11 

184 <211> LENGTH: 40 

185 <212> TYPE: DNA 

18 6 <213> ORGANISM: Artificial Sequence 

188 <220> FEATURE: 

189 <223> OTHER INFORMATION: Description of Artificial Sequence: primer for PCR 

190 used to utlilize fragments for cloning purposes 

192 <220> FEATURE: 

193 <223> OTHER INFORMATION: Sense_HIII_TRAILR2 

195 <400> SEQUENCE: 11 

196 tataaagctt gccgccacca tggaacaacg gggacagaac 40 

199 <210> SEQ ID NO: 12 

200 <211> LENGTH: 30 

201 <212> TYPE: DNA 

202 <213> ORGANISM: Artificial Sequence 

204 <220> FEATURE: 

205 <223> OTHER INFORMATION: Description of Artificial Sequence: primer for 

206 PCR used to utlilize fragments for cloning 
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<211> LENGTH: 330 
























295 


<212> TYPE: 


PRT 


























296 


<213> ORGANISM: 


human 






















298 


<220> FEATURE: 


























299 


<223> OTHER 


INFORMATION 


: IgGl > 


sp/P01857/GCl_HUMAN 


Ig gamma- 1 


300 




region - ] 


Bomo 


sapiens 


(Human) 
















302 


<4 00> SEQUENCE: 


14 
























303 


Ala 


Ser 


Thr 


Lys 


Gly 


Pro 


Ser 


Val 


Phe 


Pro 


Leu 


Ala 


Pro 


Ser 


Ser 


Lys 


304 


1 








5 










10 










15 




306 


Ser 


Thr 


Ser 


Gly 


Gly 


Thr 


Ala 


Ala 


Leu 


Gly 


Cys 


Leu 


Val 


Lys 


Asp 


Tyr 


307 








20 










25 










30 






309 


Phe 


Pro 


Glu 


Pro 


Val 


Thr 


Val 


Ser 


Trp 


Asn 


Ser 


Gly 


Ala 


Leu 


Thr 


Ser 


310 






35 










40 










45 








312 


Gly 


Val 


His 


Thr 


Phe 


Pro 


Ala 


Val 


Leu 


Gin 


Ser 


Ser 


Gly 


Leu 


Tyr 


Ser 


313 




50 










55 










60 










315 


Leu 


Ser 


Ser 


Val 


Val 


Thr 


Val 


Pro 


Ser 


Ser 


Ser 


Leu 


Gly 


Thr 


Gin 


Thr 


316 


65 










70 










75 










80 


318 


Tyr 


lie 


Cys 


Asn 


Val 


Asn 


His 


Lys 


Pro 


Ser 


Asn 


Thr 


Lys 


Val 


Asp 


Lys 


319 










85 










90 










95 




321 


Lys 


Val 


Glu 


Pro 


Lys 


Ser 


Cys 


Asp 


Lys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 


322 








100 










105 










110 






324 


Pro 


Ala 


Pro 


Glu 


Leu 


Leu 


Gly 


Gly 


Pro 


Ser 


Val 


Phe 


Leu 


Phe 


Pro 


Pro 


325 






115 










120 










125 








327 


Lys 


Pro 


Lys 


Asp 


Thr 


Leu 


Met 


He 


Ser 


Arg 


Thr 


Pro 


Glu 


Val 


Thr 


Cys 


328 




130 










135 










140 










330 


Val 


Val 


Val 


Asp 


Val 


Ser 


His 


Glu 


Asp 


Pro 


Glu 


Val 


Lys 


Phe 


Asn 


Trp 


331 


145 










150 










155 










160 


333 


Tyr 


Val 


Asp 


Gly 


Val 


Glu 


Val 


His 


Asn 


Ala 


Lys 


Thr 


Lys 


Pro 


Arg 


Glu 


334 










165 










170 










175 




336 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 


Tyr 


Arg 


Val 


Val 


Ser 


Val 


Leu 


Thr 


Val 


Leu 


337 








180 










185 










190 






339 


His 


Gin 


Asp 


Trp 


Leu 


Asn 


Gly 


Lys 


Glu 


Tyr 


Lys 


Cys 


Lys 


Val 


Ser 


Asn 


340 






195 










200 










205 








342 


Lys 


Ala 


Leu 


Pro 


Ala 


Pro 


He 


Glu 


Lys 


Thr 


He 


Ser 


Lys 


Ala 


Lys 


Gly 


343 




210 










215 










220 










345 


Gin 


Pro 


Arg 


Glu 


Pro 


Gin 


Val 


Tyr 


Thr 


Leu 


Pro 


Pro 


Ser 


Arg 


Asp 


Glu 


346 


225 










230 










235 










240 


348 


Leu 


Thr 


Lys 


Asn 


Gin 


Val 


Ser 


Leu 


Thr 


Cys 


Leu 


Val 


Lys 


Gly 


Phe 


Tyr 


349 










245 










250 










255 




351 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


Trp 


Glu 


Ser 


Asn 


Gly 


Gin 


Pro 


Glu 


Asn 



file://C:\CRF4\Outhold\VsrJ55 1 004.htm 



<210> 19 

<211> 468 
<212> PRT 
<213> human 

<220> 

<223> TRAIL-Rl >sp/ 000220/T10A_HUMAN Tumor necrosis 

factor receptor superfamily member lOA precursor 
(Death receptor 4) (TNF-related 
/oOfT) /' apoptosis -including ligand receptor 1) (TRAIL 

receptor- 1) (TRAIL-Rl) 

<400> 19 
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